GSZ

20

15

10

0_

REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS

[T ll’|'||"'|J[||||"|'|||'|'"'r'|||||[||||l||'|l|'|J||||||||||l||'l’l|lr']'|'|'|||]|"“""’|l| “““““““““““““““““ lu"l'lllr|"|1r'r“|||'|"|"|r'|'||'l|||'r'rLJll'lll""h"“" T

_10 —



GSZ

20

15

10

-10

REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS

— 9 -
— | 1
S 1 1 |
|
! | |
_________________ -'_______—_____________I_____________________I_____
! 1
— [ [ T
[ T
e T o

Atypical
Classical
Mesenchymal
Basal



log( p.value )

Enrichment in spots: REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS
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Expression of REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS in Spot A

Oy, e




Ae

15

1.0

0.5

0.0

-1.0

Expression of REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS in Spot B
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Expression of REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS in Spot C
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Expression of REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS in Spot D
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Expression of REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS in Spot F
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Expression of REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS in Spot K
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Expression of REACTOME_PP2A_MEDIATED_DEPHOSPHORYLATION_OF_KEY_METABOLIC_FACTORS in Spot L
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